[Detection of major genes for quantitative morphologic characteristics on family material, sib pairs and parent-child pairs, using as an example head length in man].
The detection of major genes affecting quantitative morphological characters from data of families, sib-pairs and parent-child pairs (with the example of head length in man). The major genes of human head length are defined utilizing three different combinatorical methods of maximum likelihood estimation. To prove the discriminatory power of methods, it is necessary in further research to work with empirical or simulated sets of multivariate data of which the genetical structure is known.